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CLAIMS J 

1. A clonod 0 r J A which cent aJ ; j2JX---^r^01lA v;!;ir.h is 
hybl* id liable with tho atomic RJJA^uT t o LAV viru:o f > ov a 
frayrnont of said h^briM^^xo D?:a. 

2. The 
said hybjji 
t ha 



f claim 1 which is a rocomOlnen?; of 
bio OH A or ONA fiv.gmftn t hybridirablo with 
oiT;ic RMA of the LAV virus. 



3. Tho DMA of clr.i^ 1 or 2 whnroin said hy br:.d * n - 
bio ON A or ONA fragment is & cOK A. 

*4. Tho DMA of claims 1 to 3 which contains 
following restriction sitfta Y n the f ollovMng ordar (fror: 
the 3' ond to tho 5 1 end) 

Hind III, Sac I . Cgl II (LAV 75). 

5. Tho DHA of claim 4 which contains tiv^T following 
restriction altos in tho following ordoi^ 

Hind III, Sac I, Bgl )II ( Og^TlI , Kpn I ( LAV 82) 
6, The ONA of claim fl^^^lch contain:- tho following 
rastrie'eion sites in thj^tfoj/icwinn order 

H«.nd !.?!, S>^ I , IT t Pol II. ,: rn I , XHo I, 

n*:n> Hl^.lnd III, Ogl II (LAV 13). 

T^The DNA o ? cl3TTm~ir vhich has ft sizo of nbout 

2.5 kj 

C. Tho OH A of uny\of claim* t to 7 v:hich conlnina 
a rocjion corresponding to \ho ^and U3 rogiens or tho LTR 
as woll as to the 3* o\d of tho coding rogion of th& 
retroviral ONA. 

9. Tho ONA of claiirTT' which haj^nT" size froM atout 
9.1 to 9.2 t<b. 



3S 




10. Tho ONA of c: 
ing acrios of rostrictlo^ 
Hind III 
Sac I 
Bam HI 
Hind vflX 

HI 
Pat I 



vhich ccntftina th« follov- 

0 
50 
460 
520 
600 
000 
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1 100 
i 501 
IQ 
100 
100 
r 5 300 

5 500 

6 100 

6 500 

7 GOO 

7 850 

8 150 
8 600 
8 700 

8 750 
150 

9 200 
9 2 r J0 

ON A of claim 10 which contains 
additiontl/Hind III approximately at tho 5 550 coordinate. 

1/2. a PNA fragment according to claim i w?-, : ; - 
compri spfs a sequence extending from approximately Knn ! 
(6100)/ to approximately B&m KI (8150) of tho sequence j o - 
fin«^ in claim 1 1 

13. A 0HA fragment accord\ng to claim 1 which co* 
pris a s a sequence extending frd^ approximately \'~r\ 
(3S00) to approximately Ogl II \G5QQ) of the sequmc* 
defined in claim 11. 

14. A DNA fragment according to\claim 1 which cct 
prises a sequence extending from approximately Pst (80J) 
to approximately Kpn I (3500) of the s equ^n ce d e f i n o a 
claim 11, 

15. A DNA fragment of 
enveloppo proteins. 

16. A OH 
ret rovirj 




Hind III 
cigl II 
Kpn I 
Kpn I 
Geo RI 
Geo RI 
Sax I 
Kpn I 
Bgl II 
Bgl III 
Kind III 
Oflrn HI 
Xho I 
Kpn I 
Ogl I 
Dpi I 
Sac I 
llintf 
1 1 . 




im 1 which codes for t-»r» 
nt of claim 1 which codes for t - <? 




oroteana , 



for 



th » coro 



Afl *Uj* detection of lav 



13 - An expression veetai 

" !»..„ „ nll „V . «.U. 



to 
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for 

"*«h cont, 4 „, an insert cons^Y" ^ * UCaryotic « U| 
ttrxdi„ou with the ret V ° f 1 ° NA <"0*ont ny - 

-'Win ,nv of el . lM ^ t ° o ¥1 ;;* 9 V Cm# °< "V viru... as 

20. The vector of claim ,« u 
fragment of cl. im , 3 . ^ " t lch "nt.in. the ona 

" « *° whic e.orosse. V"*"" *• -l.i. 

th9 ""-Ponding ONA fragment- P ° lyP \« ia » «"co«,. d by 

Sl »' To« 9 . t to , 2 kb '. 0f which have 





~n q 



